The five best superpositions of RBL in a structural similarity search by Dali (Holm and Sander, 1998) are summarized here. For each superposition the matching RCSB PDB ID code, backbone RMS deviation, number of superimposed residues and Z score is shown. Z scores lower than 2 are not considered significant. Cys115, Gly117 and Lys120 between rhamnose and its derivative ouabain (Tymiak et al., 1993) , and the remaining compounds. The differences in these chemical shift perturbations are likely due to the presence of the bulky rhamnose methyl group at the Gln77, Thr118 and Tyr119 interface. Figure S5 . Overlay of (A) Wild-type RBL or (B) E42D RBL 1 H-15 N HSQC Spectra
